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Fig.1 The expression of genomic imprinted genes.
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Fig.2 Paternal and maternal genomes are functionally different and both are required for normal mammalian

development.



294

@ HEtE25K (I9R)

19844F, Surani &Solter 520D 7 N—T71%, ~
T AZNRIND DAZREE RIOBEMATE (F-H3ka
B, EIIMEERTEE (IRRBIGESROER) 2 BRREE
TOBRE L, HEMESEUR, E i RE A MR
L7z (Fig. 2) . MEMEERIZIIRIOZREIROMEM:
Az, HEMEEUAI 3R DOZFEIROEMRIRE 25
FEL, A FDgenome AN 573 HIEMEAEAEDIR,
HERRDgenome DI 572 D IEHEA DI Z Z 1
FAWE LT, $£7, RRRICERSEZITD Z 81T
£ 0 MERETRME 2 (SO RAEIR LR L=, ZDFER,
MERERIPEFEAE I I IE B (TBASEAE Lo Dixs L, it
PR L OVERERAEINIV - TN b ERICEE E TRE
BT, BEDOIFEPTHIZE-T (Fig. 2) .

FERARNDFEAEDIRPEME C=F 2 LT 5 &, M
PEFEAEGRESRDIMNS, BHERAIRESROIRIZEET,
RE SIS OVBRAEBRFEIIT L A LRI U TRICR
BEARONRD T, REFECFERI1TH

Chromosome:

2 6 7
early

mbryonic
X ‘ethailty

foetal viability 2

22 (Mat) neonatal
& growth (M £ ?Vgh?hty
Placental siz Z growth at)
(Mat & Pat) gz i retardation postnatal:

2 (Mat) growth
viability £
(Pat) :

foetal
lethality
(Mat
cerebellar & Pat)
folding?

(Mat)
neonatal
behaviour
& lethality £
(Mat & Pat)

Fig.3 Mouse imprinted regions and phenotypes.
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Fig. 4 A diagram of showing a process of obtaining and erasing genomic imprinting memory.
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