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+ Analysis of paternal transmission of mitochondrial DNA in Drosophila.
Genes & Genetic Systems (2006) 81:399-404
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+ Linkage disequilibrium analyses of synonymous and replacement polymorphisms in Drosophila

chemoreceptor genes.

48th Annual Drosophila Research Conference March7-11, 2007

Philadelphia,PA, USA
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@ Research Pursuits @ Educational Pursuits

To assess the degrees of natural selection acting on 1.Undergraduate course :

Drosophila chemoreceptor genes, we examined the For "Basic Genetics", I lectured on the basic issues
linkage disequilibrium (LD) patterns of on Population Genetics and Genetics bases of
synonymous and replacement polymorphisms. We complex inheritance. For "Evolutionary Genetics", I
collected fly samples from Kyoto in autumn 2001 and lectured the basic issues on Evolutionary Genetics,
spring of 2002. The amount of LD was much larger especially focusing on the phylogenetics approach of
for the spring sample than for the autumn one. The studying evolutionary genetics. Also, I used the
between sample difference was much more striking computer class room to teach the basic issues on
for the replacement polymorphisms than for the molecular evolution hands on. Two laboratory
silent polymorphisms. To confirm our observation, courses were taught: "Biology lab. I", "Basic Genetic
we collected another fly samples from Kyoto in the lab."

spring of 2003 and examined LD for 74 genes (40 2.Graduate course:

replacement SNPs from chemosensory receptor Recent research articles concerning each student’s
genes and 34 synonymous SNPs from chemosensory interest were discussed in 2 classes, "Population
receptor or other genes) from 361 second Genetics" and "Advanced course in Population
chromosomes. We also examined additional Genetics". In "Population Genetics for Genetic
ynonymous polymorphisms from the Kyoto autumn Counseling", we read Chapter 6,7,15,20 of Genetics
2001 samples. The amount of LD was much larger in Medicine (6th Ed.) and discussed about the
in the spring sample than in the autumn sample and related topics. In "Molecular Evolution", the
the pattern of LD clearly differed between methods for molecular evolutionary analyses were
replacement and synonymous SNPs. There was taught hands on. I also took part in the
significantly less number of associations between organization of the initiative "Bioinformatics
rare replacement alleles. Program" and did lecture and seminar for the

program. I also organized the open seminar series
"Invitation to Bioinformatics".
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