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* Masashi Sugiyama, Tsuyoshi Ide, Shinichi Nakajima, Jun Sese: Semi-Supervised Local Fisher Discriminant
Analysis for Dimensionality Reduction (IBIS2007)

* Mio Seki and Jun Sese: Computational exploration of activated pathways by cell stimulation from
expression profiles. Asia Pacific Bioinformatics Conference 2008, Kyoto, Jan. 2008

+ Eriko Mizutani and Jun Sese: GOMA: web-based interpretable Gene Ontology visualization for gene set.
Asia Pacific Bioinformatics Conference 2008, Kyoto, Jan. 2008
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