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Molecular evolution of Drosophila gastatory
receptor gene family

The olfactory receptor (Or) and gustatory receptor
(Gr) multigene families gives animals the ability to
smell and taste various chemicals in the environment.
We investigated the pattern of gene loss and gain,
divergence, in the entire repertoire of 70 Gr receptor
genes in 12 Drosophila species. The extent of
gain and loss differ substantially among genes and
lineages. Extensive gene losses after gene gains were
estimated in the lineages of melanogaster subgroup.
Difference in the amount of dN and dS between Gr
and Or genes suggest different selection regimes
between the two gene families.
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1.Undergraduate course :

For “Basic Genetics” , I lectured on the basic issues
on Population Genetics and Genetics bases of
complex inheritance. For “Evolutionary Genetics” I
lectured the basic issues on Evolutionary Genetics,
especially focusing on the phylogenetics approach
of studying evolutionary genetics. Also, I used the
computer class room to teach the basic issues on
molecular evolution hands on. Two laboratory
courses were taught: “Biology lab. I" , “Basic
Genetic lab.”

2.Graduate course:

Recent research articles concerning each student’
s interest were discussed in 2 classes, “Population
Genetics” and “Advanced course in Population
Genetics” . In “Population Genetics for Genetic
Counseling” , we read Chapter 8,9,10,20 of
Genetics in Medicine (7th Ed.) and discussed about
the related topics through reading research papers.
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[ also took part in the educational projects such as
“Bioinformatics Program” ,” COSMOS project” ,
“Database project”, “Faculty development”, and “LA".
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