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@ Research Pursuits

Since this is first year of our laboratory, we setup the
new laboratory and start new researches about the
following topics:

which
include microarray data, phenotype data and fMRI

Quantitative Lifescience data mining,

image data analysis.
- Data mining of graph data. The graph data consists
of protein interactions, homolog of genes and

chemical formula.
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@ Educational Pursuits

For bachelor students, I did the lectures about
information theory, data mining algorithms, and
bioinformatics altorithms.

For master and doctor course students, I did the
lectures and exercise course about bioinformatics
altorithms with datamining techniques, the usage of
bioinformatics programs and Java programming.

ERRAEMGER (A 2707 LA, BMERERR L) OFHAH.

R4, 22
OZRAEZE~DA v E—T

(EfmfE®R, Web 2 L) OF =2 nbDTF—H~A =7,

TR ITE

-

L TWET. AFBEDIMERLTYH, BREADMS>TVBEZ ELLUDLHIICHBITT. Kk

IDORFE KNI 2 Ff > T, —#KICFEOEL L 9. K%, RERTIE, =% AT 4 T RBLXPFFoTHET

.

234





